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Aim: Fluorescence imaging can visualize polymicrobial populations in chronic and acute wounds based
on porphyrin fluorescence. We investigated the fluorescent properties of specific wound pathogens and
the fluorescence detected from bacteria in biofilm. Methods: Utilizing Remel Porphyrin Test Agar, 32 bac-
terial and four yeast species were examined for red fluorescence under 405 nm violet light illumination.
Polymicrobial biofilms, supplemented with δ-aminolevulinic acid, were investigated similarly. Results: A
total of 28/32 bacteria, 1/4 yeast species and polymicrobial biofilms produced red fluorescence, in agree-
ment with their known porphyrin production abilities. Conclusion: These results identify common wound
pathogens capable of producing porphyrin-specific fluorescence and support clinical observations using
fluorescence imaging to detect pathogenic bacteria in chronic wounds.

Graphical abstract:

The porphyrin production and red fluorescing capabilities of 32 bacterial species were investigated using the 

MolecuLight i:X imaging device. A variety of bacteria species (32) commonly found in wounds were plated on

porphyrin test agar, which includes ALA, a precursor of porphyrin. Under violet light illumination, 28/32 bacterial

species fluoresced red while 4 known non-porphyrin producing species did not fluoresce red. Red fluorescence

was also observed from porphyrin-producing bacterial species grown in a biofilm (as confirmed by SEM) when
supplemented with nutrients to support porphyrin production and illuminated with violet light.
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Wound care is a major clinical challenge which presents a burden to healthcare worldwide [1]. The presence of
significant loads of bacteria in acute and chronic wounds can result in infection, which may delay or prevent wound
healing [1–3]. Microbiological sampling is typically only performed when clinical signs and symptoms of infection
are present and bacterial species and sensitivities need to be identified [4]. However, clinical signs and symptoms can
be subjective and wounds harboring heavy levels of bacteria may appear asymptomatic despite delayed healing [5,6].

The development of bacterial biofilms may pose an additional challenge to treatment [7]. Biofilms contain
sessile, polymicrobial communities of microorganisms encased in an exo-polysaccharide (EPS) layer [8,9]. This EPS
serves multiple purposes, including promoting strong adherence and protection from environmental factors such as
desiccation, immune targeting and antibiotic treatments [8,9]. The bacteria in these biofilms can be up to 1000-times
more resistant to antimicrobials than planktonic (free-floating) bacteria [10]. The polymicrobial nature of wound
infections [2] and biofilms [8,9] promotes synergy to accelerate their growth, reduce susceptibility to antimicrobials
and is associated with worse patient prognoses [8,11]. Several in vitro and in vivo polymicrobial biofilm assays have
been developed to investigate these interactions [11,12].

Fluorescence imaging has emerged as a method to visualize bacterial fluorescence in chronic wounds [13–16].
Clinical studies indicate that the handheld MolecuLight i:X fluorescence imaging device (MolecuLight, Inc.,
Toronto, Canada) visualizes bacterial fluorescence in real time based on the intrinsic production of red fluorescent
porphyrins [17]. In multiple clinical trials, the presence of red fluorescence in wounds correlated with moderate-to-
heavy bacterial loads [13–16]. A positive predictive value of 100% for detecting bacteria at these loads was observed in
a multicenter clinical trial assessing red fluorescence in wounds [15]. Corresponding microbiology reports identified
eight distinct bacterial species in areas of red fluorescence [15]. However, it is unclear which of the bacterial species
in polymicrobial wounds contributes to the red fluorescence observed.

Bacterial autofluorescence is well established in the literature, largely attributed to the intrinsic production of
red-fluorescent porphyrins [18,19], naturally-occurring intermediates in the heme biosynthetic pathway of bacteria
and mammalian cells [20]. In order to synthesize heme, bacteria convert charged glutamyl-tRNA to δ-aminolevulinic
acid (ALA) [20]. ALA is the nonfluorescing universal precursor to heme and represents the commitment step in
the pathway [20]. Synthesis progresses through other intermediates including ringed porphyrin molecules before
the incorporation of iron, resulting in heme [20]. The fluorescent properties of these ringed porphyrins are well
established; excitation of porphyrins with ultraviolet or violet light results in the emission of light in the red
wavelength region of the light spectrum [21,22].

Heme, obtained either through direct uptake or biosynthesis derived from porphyrin production, is important
for the virulence of pathogenic bacteria [20]. In an analysis of 474 bacterial species, only 4% of these species
exclusively uptake heme, while 82% performed biosynthesis or both methods [23] and thus would produce fluorescent
porphyrins. However, these results are based on bioinformatic analysis of sequenced bacterial genomes and are not
inclusive of all the most clinically relevant bacterial species. Indeed, there is limited literature characterizing the
heme–porphyrin biosynthesis pathway of many bacterial species.

Thus, while there is clinical evidence to support the visualization of bacterial fluorescence in wounds excited by
violet light illumination, we sought to expand our knowledge by characterizing the in vitro porphyrin-producing
capability of many of the most prevalent bacterial species present in chronic wounds and determining if these
bacteria, when present in a biofilm in vitro, continue to produce visible red porphyrin fluorescence. These data
demonstrate the ability of the MolecuLight i:X to visualize porphyrin production in 28 of 32 bacterial species tested
and one out of four yeast species. Furthermore, red fluorescence was detected in polymicrobial biofilms, suggesting
that bacteria within biofilms can be visualized using this fluorescence imaging device.

Materials & methods
Bacterial & yeast strains
Bacterial and yeast strains were obtained from Mt. Sinai Clinical Microbiology or Texas Tech University. When
possible, reference ATCC strains were selected; if unavailable, clinically isolated strains were substituted. Strain
reference numbers can be found in Table 1 or in the Supplementary data.
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Table 1. List of the 32 bacterial and four yeast species plated on Remel Porphyrin Test Agar and tested for red
fluorescence production.
Species Reference number Aerobe/anaerobe Gram Red intensity at 40 h (aerobe) or

120 h (anaerobe/yeast) (±
STDEV)

Red FL

Staphylococcus aureus ATCC 29213 Aerobe + 0.987 ± 0.007 Yes

Staphylococcus epidermidis ATCC 12228 Aerobe + 0.804 ± 0.143 Yes

Staphylococcus capitis ATCC 35661 Aerobe + 0.889 ± 0.080 Yes

Staphylococcus lugdunensis ATCC 700328 Aerobe + 0.982 ± 0.002 Yes

Pseudomonas aeruginosa ATCC 27853 Aerobe − 0.639 ± 0.049 Yes

Pseudomonas putida MIFF-F03-BC729-3-7 Aerobe − 0.678 ± 0.051 Yes

Enterococcus faecalis ATCC 12386 Aerobe + 0.0002 ± 0.0003 No

Escherichia coli ATCC 25922 Aerobe − 0.905 ± 0.041 Yes

Corynebacterium striatum ATCC 1293 Aerobe + 0.907 ± 0.027 Yes

Finegoldia magna ATCC 29328 Anaerobe + 0.0002 ± 0.0003 No

Proteus mirabilis ATCC 12453 Aerobe − 0.845 ± 0.018 Yes

Proteus vulgaris ATCC 13315 Aerobe − 0.718 ± 0.052 Yes

Enterobacter cloacae ATCC 13047 Aerobe − 0.882 ± 0.047 Yes

Serratia marcescens ATCC 13880 Aerobe − 0.780 ± 0.069 Yes

Acinetobacter baumannii ATCC 19606 Aerobe − 0.814 ± 0.081 Yes

Streptococcus agalactia ATCC 12386 Aerobe + 0 ± 0 No

Streptococcus mitis ATCC 49456 Aerobe + 0.002 ± 0.001 No

Klebsiella pneumoniae ATCC 1705 Aerobe − 0.582 ± 0.019 Yes

Klebsiella oxytoca ATCC 700324 Aerobe − 0.804 ± 0.049 Yes

Morganella morganii MIFF-F03-BC707-1-6 Aerobe − 0.706 ± 0.116 Yes

Propionibacterium acnes MIFF-F03-BC713-4-4 Anaerobe + 0.975 ± 0.014 Yes

Stenotrophomonas maltophilia ATCC 17666 Aerobe − 0.874 ± 0.091 Yes

Bacteroides fragilis ATCC25285 Anaerobe − 0.966 ± 0.017 Yes

Aeromonas hydrophila ATCC 35654 Aerobe − 0.778 ± 0.059 Yes

Alcaligenes faecalis ATCC 35655 Aerobe − 0.769 ± 0.148 Yes

Bacillus cereus MIFF-F03-BC717-5-1 Aerobe + 0.578 ± 0.077 Yes

Citrobacter koseri ATCC 27156 Aerobe − 0.984 ± 0.010 Yes

Citrobacter freundii MIFF-F03-BC728-3-7 Aerobe − 0.779 ± 0.105 Yes

Clostridium perfringens ATCC 13124 Anaerobe + 0.998 ± 0.001 Yes

Listeria monocytogenes MIFF-F03-BC712-3-4 Aerobe + 0.720 ± 0.232 Yes

Peptostreptococcus anaerobius ATCC 27337 Anaerobe + 0.941 ± 0.016 Yes

Veillonella parvula MIFF-F03-BC728-8-5 Anaerobe − 0.856 ± 0.112 Yes

Candida albicans ATCC 10231 Yeast 0 ± 0 No

Candida guilliermondii MICA-A01-LPTM1-3-7 Yeast 0.346 ± 0.024 Yes

Cryptococcus neoformans ATCC 76484 Yeast 0.029 ± 0.051 No

Torulopsis glabrata MIFF-F01-PHL35-1-6 Yeast 0.0003 ± 0.0005 No

Red fluorescence intensity was measured at 40 (aerobe) or 120 (anaerobe) h. Values are reported as averages with standard deviation. n = 3 per species.
FL: fluorescence; STDEV: standard deviation.

Bacteria & yeast preparation & plating
All bacteria and yeast were subcultured in suspension from frozen isolates. A 1:100 dilution of a 0.5 McFarland
suspension was prepared. Agar plates were inoculated in triplicate and streaked using the four-quadrant method to
obtain isolated colonies. Noninoculated plates were included as negative controls. Plates were incubated at 37◦C
either in oxygenated or anaerobic conditions and imaged at 24, 40 or 120 h post-plating (as indicated). Bimicrobial
bacteria cultures were subcultured independently and combined at a 1:1 or 4:1 ratio as indicated immediately prior
to plating.

To determine the appropriate in vitro conditions required for porphyrin production by bacteria, model bacterial
species Staphylococcus aureus was plated on four different solid agar plates in triplicate and imaged under violet
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light after 24 and 40 h (Supplementary Figure 1). The agar plates chosen for analysis were: tryptic soy agar (TSA, a
general-purpose bacterial growth media), blood agar (TSA with defibrinated sheep’s blood), chocolate agar (blood
agar with lysed blood cells) and Remel Porphyrin Test Agar (PTA; Thermo Fisher Scientific Microbiology Division,
Oxoid Inc, Nepean, Canada), a commercially available agar comprised of a chocolate agar base supplemented with
ALA to support porphyrin metabolism [24]. Red fluorescence was only observed when S. aureus was grown on
the PTA plates, confirming the specificity of porphyrins as the source of red fluorescence. TSA possesses a strong
intrinsic autofluorescence which appears bright green when imaged under violet light (Supplementary Figure 1),
making it unsuitable for in vitro bacterial fluorescence imaging.

To correlate red fluorescence intensity with bacterial colony counts, S. aureus and Escherichia coli strains were
subcultured, titered to 100 colony-forming unit (CFU) per plate and plated on Remel PTA. The inoculated plates
were incubated for 12–48 h at 37◦C. At the determined time point, replicates were imaged using the MolecuLight
i:X and enumerated to obtain colony counts at these time points.

Biofilm procedure
As previously described [11,12], bacterial species were grown up and standardized to 108 CFU/ml. Done in seven
replicates, 100 μl of each bacterial inoculate (107 CFU) was added to 7 ml of media (50% plasma, 50% Bolton’s
broth) with a P200 pipette tip to act as scaffold. Bacteria were incubated for 4 days at 37◦C with shaking. On day
3, ALA (5 mM) was added to six biofilm cultures with one biofilm acting as a negative control. After 24 h of ALA
incubation, the biofilms were removed from the culture, washed to remove any residual planktonic bacteria and
finally removed from the scaffold. Standard and fluorescent images were taken at each stage of this process. Five
biofilm cultures were imaged using a scanning electron microscope (SEM) to observe bacteria and EPS interactions.
These samples were fixed and mounted onto imaging SEM sample mounts and then sputter coated with a thin
layer of Au/Pd alloy for conductivity. SEM images were taken at four different magnifications (400, 3.5K, 6K and
10K) at each of four locations (12, 3, 6 and 9 o’clock) per sample using a Hitachi S/N 4300 field emission scanning
electron microscope. The remaining biofilm was homogenized and plated on selective and differential media to
obtain the final concentrations of each bacterial species.

Standard & fluorescence imaging
All standard and fluorescence images were taken using the MolecuLight i:X . This device consists of a camera sensor,
a fluorescence emission optical filter and two narrow-band 405-nm LEDs which produce violet light illumination.
To capture fluorescence images, the room was darkened and the fluorescence mode (violet LEDs illuminating
field of view) was switched on. The device includes a range finder and ambient light indicators which confirm an
acceptable distance from the plates (8–12 cm) and suitable darkness for fluorescence imaging, respectively.

Image analysis
Raw color images were converted from the red, green, blue (RSV) color space to hue, saturation, value (HSV)
format. The noise was removed and colonies were clustered using a k-means clustering algorithm [25]. Within these
clustered colonies, the sum of the intensity of the red pixels (320–34◦) was normalized to the sum of the intensity
values of all clustered pixels. The triplicated values were averaged and plotted with error bars representing the
standard deviation. A threshold of 0.2 was applied to distinguish between species that were considered to fluoresce
red and those that did not (Table 1, Figures 1 & 4, Supplementary Figures 2, 3 & 6). Red fluorescence intensity
over time was analyzed in the same manner but only the average intensity of the red pixels was reported (Figure 2).

Results
In vitro imaging of bacterial cultures
We examined the fluorescent properties of 32 of the most prevalent bacterial species in chronic wounds using a
fluorescence imaging device (MolecuLight i:X). The diverse genera of bacterial species included in our analysis
were plated, in triplicate, on Remel PTA plates and incubated at 37◦C in either oxygenated (aerobes) or anaerobic
(anaerobes) conditions for up to 120 h. The bacteria were imaged for fluorescence under violet light illumination
at 24 h (aerobes only), 40 and/or 120 h (anaerobes only; Figure 1, Supplementary Figures 2 & 3). An automated
image analysis algorithm was used to determine the relative red fluorescent intensity of each species (Figure 1C
& D, Supplementary Figures 2 & 3). A normalized red fluorescent intensity of greater than 0.2 was considered
positive for red fluorescence (Table 1, Supplementary Figure 4).
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Figure 1. Porphyrin-producing aerobic and anaerobic bacteria emit red fluorescence under violet light illumination. Representative
images of aerobic (A) and anaerobic (B) bacterial species plated in triplicate on Remel PTA. Bacteria were imaged under violet light after
40 h at 37◦C in oxygenated (A) or 120 h in anaerobic conditions (B). Noninoculated control plates are seen in the bottom right. Relative
red fluorescence intensity of all aerobic species at 40 h (C) and anaerobic species at 120 h (D) was determined using an automated image
analysis algorithm. Mean values are presented with error bars representing standard deviation. Values above 0.2 (blue dashed line) were
considered positive for red fluorescence. (n = 3 plates per species)
PTA: Porphyrin Test Agar.
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Figure 2. Red fluorescence emitted from Escherichia coli and Staphylococcus aureus over a 48-h period. To correlate
red fluorescence intensity with bacterial counts, Escherichia coli (A, top row) and Staphylococcus aureus (A, bottom
row) were plated on Remel PTA and incubated at 37◦C for up to 48 h. Fluorescence images were captured every 6 h
starting at 12 h and ending at 48 h using the MolecuLight i:X imaging device. Red fluorescence intensity of the
bacterial colonies was determined using an automated image analysis algorithm. Uninoculated plates served as a
negative control. Average CFU of each species were determined for each time point. Values are plotted as average
and standard deviations (n = 3) for each time point.
CFU: Colony-forming unit; PTA: Porphyrin Test Agar.

Overall, 28/32 (87.5%) bacterial species displayed porphyrin-specific red fluorescence when illuminated with
violet light after 40 h of incubation. After 40 h of incubation and under violet light illumination, 23 of the 26
aerobic bacterial species produced detectable red fluorescence, but three species (Streptococcus agalactiae, Streptococcus
mitis and E.faecalis) failed to produce detectable red fluorescence above the 0.2 threshold (Figure 1A & C, Table 1).
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Figure 3. Red fluorescence is detectable from polymicrobial bacterial cultures consisting of porphyrin- and
nonporphyrin-producing species. Staphylococcus aureus (porphyrin-producing species) and Enterococcus faecalis
(nonporphyrin-producing species) were plated either individually or at a 1:1 or a 4:1 ratio of E. faecalis:S. aureus on
Remel PTA, incubated at 37◦C and imaged after 24 and 40 h. Representative images were captured at 40 h. From left
to right: S. aureus alone, E. faecalis alone, 1:1 E. faecalis:S. aureus and 4:1 E. faecalis:S. aureus. (n = 3 plates per
condition).
PTA: Porphyrin Test Agar.

At 24 h, most of the aerobic species displayed some red fluorescence, however, the fluorescence intensity was quite
variable between the species (Supplementary Figure 2). While red fluorescence was detected at 40 h in Pseudomonas
spp, Stenotrophomonas maltophilia and Klebsiella pneumoniae, red fluorescence was at or below the threshold at 24 h
for these species (Supplementary Figures 2 & 4). This may be attributable to differences in growth, ALA uptake
and porphyrin metabolism between bacterial species.

Due to the slower growth rate of anaerobic bacteria and challenges with their growth conditions, six anaerobic
species were imaged under violet light after 40 and 120 h. Red fluorescence was observed in all anaerobic species
except Finegoldia magna at 40 and 120 h (Figure 1B & D, Supplementary Figure 3). The intensity of the
red fluorescence increased over time, as did the size of the bacterial colonies, similar to results from the aerobes.
Uninoculated plates, which served as negative controls, did not display red fluorescence at any time point (Figure 1B,
Supplementary Figure 4). Based on these results, the ideal time to investigate the red fluorescent properties of bacteria
is 40 h post plating for aerobic bacteria and 120 h for anaerobic bacteria, though this is reliant on differences in
bacterial growth dynamics. A complete table summarizing the fluorescent intensities of all bacterial species at all
timepoints imaged is found in Supplementary Table 1; corresponding representative images of the bacterial species
are displayed in Figure 1, Supplementary Figure 2 & 3. These results indicate that the majority of clinically relevant
common wound pathogens investigated here produce red fluorescence when illuminated with violet light using the
MolecuLight i:X imaging device.

Red fluorescence increases in intensity over time
Having observed an increase in red fluorescence intensity over time for most bacterial species (Supplementary Figure
2 & 3), we sought to investigate the relationships between time and bacterial growth on red fluorescence intensity.
S. aureus and E. coli were plated as individual colonies and imaged every 6 h beginning at 12 h and ending at 48 h
(Figure 2). Over the 48-h period, an increase in red fluorescence intensity and colony counts was observed in both
bacterial species (Figure 2B). However, the increase in red fluorescence intensity was not directly proportional to
bacteria count. More so than bacterial load, time appears to be a major factor affecting the intensity of the red
fluorescence. In both cases, 24–30 h was required for the bacteria to take up the ALA and produce detectable red
fluorescence, which appeared to plateau after 36 h. We observed intrinsic differences between the bacterial species,
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Figure 4. Most yeast species do not produce detectable red fluorescence under violet light illumination. Four yeast
species were plated on Remel PTA, incubated at 37◦C and imaged under standard and fluorescent light at 40 and 120
h post-plating. Representative images after 120 h are displayed (A). Relative red fluorescence intensity was
determined using an automated image analysis algorithm (B). Mean values are presented with error bars representing
standard deviation. Values above 0.2 were considered positive for red fluorescence. (n = 3 plates per species).
PTA: Porphyrin Test Agar.

both in terms of bacterial growth dynamics (E. coli 2-log growth vs S. aureus 3-log growth) and the intensity of
the red fluorescence (E. coli 0.60 vs S. aureus 0.22 at 48 h). Thus, it appears that the variations in red fluorescence
intensity are more dependent on the bacterial species than bacterial load in these experiments.

Detection of nonporphyrin producing bacteria in polymicrobial contexts

Only four of the 32 species assessed (from the Enterococcus, Streptococcus and Finegoldia genera) did not produce
red fluorescence. Though nonporphyrin producing, non-red fluorescing bacterial species are rarely found in
isolation [2] as most chronic wounds are polymicrobial, they may be the predominate pathogen in a wound. Thus,
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we next aimed to determine if red fluorescence would be detectable if a nonporphyrin-producing bacterial species
was the predominate species in a poly-microbial setting. To examine this, we plated E. faecalis (nonporphyrin
producing) and S. aureus (porphyrin producing) on Remel PTA plates in a 1:1 and a 4:1 Enterococcus:Staphylococcus
ratio and imaged them under violet light after 24 and 40 h (Figure 3, Supplementary Figure 4). In both ratios, red
fluorescence was observed, confirming that red porphyrin fluorescence is detectable in situations where porphyrin-
producing bacteria represent the minority of the bacterial population.

In vitro imaging of yeast cultures
Porphyrin production has long been associated with bacteria [18,21], but many yeast species contain the
heme/porphyrin pathway [26]. In a clinical trial examining chronic wounds with fluorescence imaging, yeast
(specifically Candida albicans) was identified by microbiological analysis from areas of red fluorescence in com-
bination with other bacterial species [15]. To investigate whether yeast species might also produce red fluorescent
signatures, four yeast species (Candida albicans, Torulopsis glabrata, Cryptococcus neoformans and Candida guillier-
mondii) were plated on Remel PTA, incubated at 37◦C and imaged at 40 and 120 h. Of the four yeast species
evaluated, only Candida guilliermondii produced detectable red fluorescence (Figure 4). After 120 h and under
violet light illumination, a light pink fluorescence was observed in this species; no detectable fluorescence was
observed at 40 h. The fluorescence detected was much lighter than the cherry red fluorescence observed in most
of the bacterial species. These results suggest that the level of porphyrin production in most yeast species is not
sufficient to produce detectable red fluorescence using the MolecuLight i:X.

Imaging bacteria in biofilm
To assess the effects of biofilm on the visualization of red fluorescence, a polymicrobial culture comprised of a
1:1:1 ratio of S. aureus:E. coli:Enterobacter cloacae was grown in media based on an established biofilm assay [11,12].
Scanning electron microscopy (SEM) imaging was used to confirm presence of biofilm (Figure 5C). EPS matrix
with closely associated rod and cocci bacteria were observed in SEM images. In the absence of host elements
(e.g., blood) in the growth media, the presence of matrix surrounding these bacteria supports the presence of
biofilm, consistent with others who utilize SEM to determine the presence of biofilm in wounds and in vitro wound
models [12,27–30].

Under violet light illumination, red fluorescence was detected in all biofilms supplemented with ALA (Figure 5A).
In the absence of ALA, the control biofilm did not produce red fluorescence (Figure 5B), suggesting that ALA and
subsequent porphyrin production is required for the emission of red fluorescence.

The polymicrobial nature of the biofilms was confirmed through selective and differential plating of the ho-
mogenized biofilms that were not sent for SEM analysis. The final mean bacterial concentrations were S. aureus
(5.0 × 104 CFU), E. coli (3.1 × 107 CFU) and E. cloacae (2.3 × 104 CFU); these species correspond with the
rods and cocci observed in the SEM images. These data indicate that the excitation violet light and emitted red
fluorescence can penetrate the EPS matrix surrounding these biofilms and the porphyrin producing bacteria found
within can be detected via fluorescence imaging.

Discussion
Our results confirm that porphyrin metabolism in bacteria results in production of red fluorescence when illu-
minated with violet light. Here, we clearly demonstrate the capacity of porphyrin-producing bacteria, including
gram-positive and gram-negative, aerobic and anaerobic species to emit red fluorescence when illuminated by
violet light in vitro (Table 1). When grown on plates supplemented with ALA, we observed red fluorescence from
28/32 bacterial and 1/4 yeast species (Figures 1 & 4, Supplementary Figures 2 & 3). In addition, we observed
red fluorescence from porphyrin-producing bacteria grown in biofilms when supplemented with ALA (Figure 5).
Addition of ALA was necessary in both the PTA plates and the biofilm media in order to elicit this red fluorescence;
in its absence, the bacteria did not fluoresce (Figure 1, Supplementary Figure 1).

Though we show that ALA supplementation is required to image bacteria under violet light in vitro, previous
studies demonstrate it is not necessary for in vivo experiments [31] or clinically [13,15], as red fluorescence correlating
to bacterial presence has been readily and repeatedly observed without the use of contrast agents [13–16]. The lack of
red fluorescence from Streptococcus and Enterococcus genera was unsurprising as the Streptococcus and Enterococcus
genera are well known to lack the ability to synthesize heme (and thus porphyrins) and instead rely solely on heme
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Figure 5. Polymicrobial biofilm cultures fluoresce red under violet light illumination in the presence of
δ-aminolevulinic acid (ALA). Polymicrobial biofilms (1:1:1 ratio of Staphylococcus aureus:Escherichia coli:Enterobacter
cloacae) were grown for 4 days in an established biofilm assay and incubated for 24 h with ALA. The biofilm and
scaffold were removed from the media, washed to remove any planktonic bacteria and the biofilm was removed
from the scaffold (n = 5). The same procedure was done for biofilm grown in the absence of ALA (negative control, n
= 1). Representative standard and fluorescence images of unwashed, washed and removed biofilm grown in the
presence of ALA (A) or absence of ALA (B) were taken using the MolecuLight i:X imaging device. SEM images of two
representative washed samples are depicted in (C) at magnifications of 3500×, 10,000×, 3500× and 6000×,
respectively (clockwise from top left panel). Yellow arrows point to regions of closely associated bacteria and EPS
matrix.
ALA: δ-aminolevulinic acid; EPS: Exo-polysaccharide.
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uptake [20,23]. The lack of red fluorescence detected in nonporphyrin-producing bacterial species further emphasizes
porphyrin production as the source of the bacterial red fluorescence observed under violet light imaging.

A correlation between red fluorescence and predicted heme biosynthesis [23] was observed in all species tested
except Bacteroides fragilis. B. fragilis displayed bright red fluorescence (Figure 1B & D), despite reports of insufficient
genomic evidence of porphyrin production in this species [23]. However, KEGG pathway analysis has demonstrated
the presence of many genes in the porphyrin/heme pathway. Multiple groups have suggested that heme uptake is
required for growth of B. fragilis, a limitation that could not be overcome by the addition of ALA alone, suggesting
an inability to produce heme [32]. Our results clearly demonstrate the ability of B. fragilis to produce red fluorescence,
but it is important to note that porphyrin content was not directly assessed in this assay, merely inferred.

The presence of nonfluorescent bacterial species suggests a potential clinical limitation of this fluorescence imaging
device. Though nonporphyrin-producing bacteria represent a small minority of species, Enterococcus faecalis and
Streptococcus agalactia have been reported in between 6–72 and 1–39% of chronic wounds, respectively [33–36].
Similarly, Finegoldia magna is reported in up to 65.3% of wounds when measured using sequencing techniques [36]

and may be underreported using culture analysis. However, in the largest study of wound microbiota to date
(2963 wounds, analyzed via 16S rDNA pyrosequencing), these nonporphyrin-producing bacterial species appeared
monomicrobially less than 1% of the time [2], as most chronic wounds are polymicrobial. Our bimicrobial
investigations of S. aureus and E. faecalis (Figure 3) confirmed that red fluorescence is observed, even when
nonporphyrin-producing bacteria are the predominant species. These in vitro results are further supported by
clinical investigations where E. faecalis was detected in regions of red fluorescence in wounds imaged with the
MolecuLight i:X [13,15]. In these studies, E. faecalis was detected along with other bacterial species [13,15], all of
which were porphyrin-producing. In another clinical trial, red fluorescence was observed in a wound comprised of
46% nonporphyrin-producing species, confirmed using DNA pyrosequencing [16]. Together, these findings suggest
that polymicrobial wounds may display red fluorescence even when nonporphyrin producing species are present or
predominant.

The majority of yeast investigated, including Candida albicans (the most common yeast in chronic wounds [37,38]),
did not emit red fluorescence under violet light illumination. However, red fluorescence was observed from Candida
guilliermondii, which may represent a yeast capable of high porphyrin production. Studies on photodynamic
damage of yeast have demonstrated lethal effects on C. guilliermondii with lower light irradiation power and a lack
of exogenous sensitizers [26,39], compared with typical photodynamic treatments of other fungal infections [40]. The
clinical significance of the ability of C. guilliermondii to emit red fluorescence is presently unclear, as this yeast does
not appear to be particularly prevalent in chronic wounds [37,38].

Using established SEM imaging methods to confirm presence of biofilm, we show that bacteria within an EPS
matrix can exhibit red fluorescence when supplemented with ALA in vitro and excited with violet light. Though
visualization of red bacterial fluorescence has been previously observed in oral biofilms [41], the results presented
here focus on the detection of bacterial species relevant to chronic wounds in polymicrobial biofilms. These results
potentiate new avenues for future investigations, including those focused on characterizing bacterial fluorescence
in in vivo biofilm models and potentially determining if distinct fluorescence signatures are observed between
planktonic and biofilm bacterial cultures.

Limitations
The goal of our in vitro studies was to test the ability of bacterial and yeast species to produce porphyrins detectable
by a fluorescence imaging device used clinically in wound care. Growth of bacteria and yeast on plates embedded
with artificially high levels of ALA enabled this test on species of clinical interest in a mono- or bi-microbial
setting. However, the in vitro setting does not accurately mimic the in vivo wound setting, where bacteria exist
polymicrobially above, beneath and within various tissues types and fluids. These wound components also emit
endogenous fluorescence and can, in some cases, attenuate or obscure bacterial fluorescence and/or absorb the
excitation and fluorescence light due to optical absorption of light by blood. Host cells also can contain endogenous
porphyrins [42] which can alter the availability of iron, thereby influencing the heme biosynthesis of bacteria.
Importantly, clinical use of the i:X has demonstrated that skin tissue produces a green fluorescent signal primarily
due to extracellular matrix components such as collagen, NADH and fibrin [15], but not an appreciable red
fluorescence signal, thereby allowing the red bacterial fluorescence to be visualized.

Depth penetration of the violet light presents an additional limitation in the clinical situation, not accounted for
in this assay. Violet light has been shown to penetrate human skin to a depth of 1 mm [43]; however the presence
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of optical absorbers and scatterers such as hyperkeratotic cells, melanin and blood can influence the penetration of
the excitation light. Thus, in the clinical setting where bacteria can exist deeper within the wound or beneath the
skin, the excitation light may not cause these deeper bacteria to fluoresce. This is a limitation of the device that was
not addressed in these experiments as all bacteria imaged were imaged as they grew on the culture plate surface.

Conclusion
In conclusion, these data demonstrate the ability of violet light fluorescence imaging to detect many clinically-
relevant porphyrin-producing bacteria in vitro. Our findings confirm porphyrin production as the main biological
source of the red fluorescence detected. Furthermore, we demonstrate capacity of violet light fluorescence imaging
to detect red fluorescence emitted from bacteria in polymicrobial biofilms. These data support clinical studies that
have validated the use of violet light induced fluorescence imaging with the MolecuLight i:X [13–16] and provide
additional insight into which bacterial species are contributing to the bacterial fluorescence.

Futures perspective
Looking ahead, as more is learned about porphyrin biosynthesis and the associated fluorescence characteristics,
we speculate that it may be possible to distinguish between bacterial species or between planktonic bacteria and
biofilm. Subtle differences in fluorescent emission wavelengths, in fluorescence hue and/or relative differences in
abundance of various porphyrins across genera or species [18], may be distinguishable through machine-learning
techniques applied to fluorescence images. The potential for real-time identification of species present in a wound or
real-time distinction of regions of a wound burdened by biofilm, which machine-learning may provide, could help
to facilitate more species-targeted wound treatments. Information on bacterial loads through fluorescence image
analysis could also result from this approach. The automated analysis of fluorescent hue and intensity changes with
increasing bacterial loads presented herein represents an early first step on that path.

Summary points

• Fluorescence imaging has recently become possible at point-of-care to visualize bacterial fluorescence in wounds.
• By supplementing the growth medium with δ-aminolevulinic acid, red fluorescence can be observed from

porphyrin producing bacterial species under violet light illumination.
• A total of 32 common bacterial wound pathogens were investigated for porphyrin specific fluorescence; 28

produced visible red fluorescence.
• Red fluorescence can still be detected in situations where nonporphyrin producing bacterial species are

predominant.
• Polymicrobial biofilms of porphyrin producing bacteria produce red fluorescence under violet light illumination

in the presence of δ-aminolevulinic acid.
• Most yeast species tested (3/4) do not produce red fluorescence in this assay.
• Fluorescence imaging can be used to detect the majority of clinically-relevant bacterial species in wounds.

Supplementary data

To view the supplementary data that accompany this paper please visit the journal website at: www.futuremedicine.com/doi/sup

pl/10.2217/fmb-2019-0279

Author contributions

LM Jones, D Dunham, MY Rennie, RS DaCosta and AC Smith were responsible for study conception and design; authors LM Jones,

D Dunham, MY Rennie, AJ Lopez, KC Keim, W Little, A Gomez, J Bourke and H Ng were responsible for acquisition of data; authors

LM Jones, J Kirman, MY Rennie and AC Smith were responsible for data analysis and drafting and revision of the manuscript.

Acknowledgments

We thank Anna D’souza for editing the manuscript.

Financial & competing interests disclosure

This work was supported by MolecuLight Inc. LM Jones, D Dunham, J Kirman and MY Rennie are salaried employees of MolecuLight

Inc. RS DaCosta is the founder, Chief Scientific Officer and Board Director of MolecuLight Inc. and receives salary support. AC Smith

has a sponsored research agreement with MolecuLight Inc. as negotiated with Texas Tech University. The authors have no other

10.2217/fmb-2019-0279 Future Microbiol. (Epub ahead of print) future science group

http://www.futuremedicine.com/doi/suppl/10.2217/fmb-2019-0279


Fluorescence detection of wound bacteria in vitro Research Article

relevant affiliations or financial involvement with any organization or entity with a financial interest in or financial conflict with the

subject matter or materials discussed in the manuscript apart from those disclosed.

No writing assistance was utilized in the production of this manuscript.

Open access

This work is licensed under the Attribution-NonCommercial-NoDerivatives 4.0 Unported License. To view a copy of this license,

visit http://creativecommons.org/licenses/by-nc-nd/4.0/

References
1. Bowler PG. Wound pathophysiology, infection and therapeutic options. Ann. Med. 34(6), 419–427 (2002).

2. Wolcott RD, Hanson JD, Rees EJ et al. Analysis of the chronic wound microbiota of 2,963 patients by 16S rDNA pyrosequencing.
Wound Repair Regen. 24(1), 163–174 (2016).

3. Xu L, McLennan SV, Lo L et al. Bacterial load predicts healing rate in neuropathic diabetic foot ulcers. Diabetes Care 30(2), 378–380
(2007).

4. Copeland-Halperin LR, Kaminsky AJ, Bluefeld N, Miraliakbari R. Sample procurement for cultures of infected wounds: a systematic
review. J. Wound Care 25(4), S4–S6; S8–S10 (2016).

5. Gardner SE, Hillis SL, Frantz RA. Clinical signs of infection in diabetic foot ulcers with high microbial load. Biol. Res. Nurs. 11(2),
119–128 (2009).

6. Reddy M, Gill SS, Wu W, Kalkar SR, Rochon PA. Does this patient have an infection of a chronic wound? JAMA 307(6), 605–611
(2012).

7. Costerton JW, Stewart PS, Greenberg EP. Bacterial biofilms: a common cause of persistent infections. Science 284(5418), 1318–1322
(1999).

8. Clinton A, Carter T. Chronic wound biofilms: pathogenesis and potential therapies. Lab. Med. 46(4), 277–284 (2015).

9. Flemming HC, Neu TR, Wozniak DJ. The EPS matrix: the “house of biofilm cells”. J. Bacteriol. 189(22), 7945–7947 (2007).

10. Balcazar JL, Subirats J, Borrego CM. The role of biofilms as environmental reservoirs of antibiotic resistance. Front. Microbiol. 6, 1216
(2015).

11. Dalton T, Dowd SE, Wolcott RD et al. An in vivo polymicrobial biofilm wound infection model to study interspecies interactions. PLoS
ONE 6(11), e27317 (2011).

12. Sun Y, Dowd SE, Smith E, Rhoads DD, Wolcott RD. In vitro multispecies Lubbock chronic wound biofilm model. Wound Repair Regen.
16(6), 805–813 (2008).

13. Hill R, Rennie MY, Douglas J. Using bacterial fluorescence imaging and antimicrobial stewardship to guide wound management
practices: a case series. Ostomy Wound Manage. 64(8), 18–28 (2018).

14. Hurley CM, McClusky P, Sugrue RM, Clover JA, Kelly JE. Efficacy of a bacterial fluorescence imaging device in an outpatient wound
care clinic: a pilot study. J. Wound Care 28(7), 438–443 (2019).

15. Rennie MY, Lindvere-Teene L, Tapang K, Linden R. Point-of-care fluorescence imaging predicts the presence of pathogenic bacteria in
wounds: a clinical study. J. Wound Care 26(8), 452–460 (2017).

16. Serena TE, Harrell K, Serena L, Yaakov RA. Real-time bacterial fluorescence imaging accurately identifies wounds with
moderate-to-heavy bacterial burden. J. Wound Care 28(6), 346–357 (2019).

17. Rennie MY, Dunham D, Lindvere-Teene L, Raizman R, Hill R, Linden R. Understanding real-time fluorescence signals from bacteria
and wound tissues observed with the MolecuLight i:X™. Diagnostics 9(1), 1–16 (2019).

18. Nitzan Y, Salmon-Divon M, Shporen E, Malik Z. ALA induced photodynamic effects on gram positive and negative bacteria.
Photochem. Photobiol. Sci. 3(5), 430–435 (2004).

19. Philipp-Dormston WK, Doss M. Comparison of porphyrin and heme biosynthesis in various heterotrophic bacteria. Enzyme 16(1),
57–64 (1973).

20. Choby JE, Skaar EP. Heme synthesis and acquisition in bacterial pathogens. J. Mol. Biol. 428(17), 3408–3428 (2016).

21. McGinley KJ, Webster GF, Leyden JJ. Facial follicular porphyrin fluorescence: correlation with age and density of Propionibacterium
acnes. Br. J. Dermatol. 102(4), 437–441 (1980).

22. Ricchelli F. Photophysical properties of porphyrins in biological membranes. J. Photochem. Photobiol. B 29(2–3), 109–118 (1995).

23. Cavallaro G, Decaria L, Rosato A. Genome-based analysis of heme biosynthesis and uptake in prokaryotic systems. J. Proteome Res.
7(11), 4946–4954 (2008).

24. Gadberry JL, Amos MA. Comparison of a new commercially prepared porphyrin test and the conventional satellite test for the
identification of Haemophilus species that require the X factor. J. Clin. Microbiol. 23(3), 637–639 (1986).

future science group 10.2217/fmb-2019-0279

http://creativecommons.org/licenses/by-nc-nd/4.0/


Research Article Jones, Dunham, Rennie et al.

25. Kirman JR. Machine-learning-accelerated materials discovery for perovskites. [Unpublished thesis dissertation]. University of Toronto,
Toronto, ON, Canada (2019).

26. Calzavara-Pinton PG, Venturini M, Sala R. A comprehensive overview of photodynamic therapy in the treatment of superficial fungal
infections of the skin. J. Photochem. Photobiol. B 78(1), 1–6 (2005).

27. James GA, Swogger E, Wolcott R et al. Biofilmsin chronic wounds. Wound Repair and Regeneration. 16, 37–44 (2008).

28. DeLeon S, Clinton A, Fowler H, Everett J, Horswill AR, Rumbaugh KP. Synergistic interactions of Pseudomonas aeruginosa and
Staphylococcus aureus in an in vitro wound model. Infection and immunity. 82(11), 4718–4728 (2014).

29. Davis SC, Ricotti C, Cazzaniga A, Welsh E, Eaglstein WH, Mertz PM. Microscopic and physiologicevidence for biofilm-associated
wound colonization in vivo. Wound Repair and Regeneration. 16, 23–29 (2008).

30. Ashrafi M, Novak-Frazer L, Bates M. Validation of biofilm formation on human skin woundmodels and demonstration of clinically
translatable bacteria-specific volatile signatures. Sci Rep. 8, 9431 (2018).

31. Wu YC, Kulbatski I, Medeiros PJ et al. Autofluorescence imaging device for real-time detection and tracking of pathogenic bacteria in a
mouse skin wound model: preclinical feasibility studies. J. Biomed. Opt. 19(8), 085002 (2014).

32. Sperry JF, Appleman MD, Wilkins TD. Requirement of heme for growth of Bacteroides fragilis. Appl. Environ. Microbiol. 34(4),
386–390 (1977).

33. Hansson C, Hoborn J, Moller A, Swanbeck G. The microbial flora in venous leg ulcers without clinical signs of infection. Repeated
culture using a validated standardised microbiological technique. Acta Derm. Venereol. 75(1), 24–30 (1995).

34. Jockenhofer F, Chapot V, Stoffels-Weindorf M et al. Bacterial spectrum colonizing chronic leg ulcers: a 10-year comparison from a
German wound care center. J. Dtsch. Dermatol. Ges. 12(12), 1121–1127 (2014).

35. Mendes JJ, Marques-Costa A, Vilela C et al. Clinical and bacteriological survey of diabetic foot infections in Lisbon. Diabetes Res. Clin.
Pract. 95(1), 153–161 (2012).

36. Smith DM, Snow DE, Rees E et al. Evaluation of the bacterial diversity of pressure ulcers using bTEFAP pyrosequencing. BMC Med.
Genomics 3, 41 (2010).

37. Chellan G, Shivaprakash S, Karimassery Ramaiyar S et al. Spectrum and prevalence of fungi infecting deep tissues of lower-limb wounds
in patients with Type 2 diabetes. J. Clin. Microbiol. 48(6), 2097–2102 (2010).

38. Dowd SE, Delton Hanson J, Rees E et al. Survey of fungi and yeast in polymicrobial infections in chronic wounds. J. Wound Care 20(1),
40–47 (2011).

39. Fraikin G, Strakhovskaya MG, Rubin AB. The role of membrane-bound porphyrin-type compound as endogenous sensitizer in
photodynamic damage to yeast plasma membranes. J. Photochem. Photobiol. B 34(2–3), 129–135 (1996).

40. Beirao S, Fernandes S, Coelho J et al. Photodynamic inactivation of bacterial and yeast biofilms with a cationic porphyrin. Photochem.
Photobiol. 90(6), 1387–1396 (2014).

41. Battisti A, Morici P, Ghetti F, Sgarbossa A. Spectroscopic characterization and fluorescence imaging of Helicobacter pylori endogenous
porphyrins. Biophys. Chem. 229, 19–24 (2017).

42. Ajioka RS, Phillips JD, Kushner JP. Biosynthesis of heme in mammals. Biochim. Biophys. Acta 1763(7), 723–736 (2006).

43. Ash C, Dubec M, Donne K, Bashford T. Effect of wavelength and beam width on penetration in light-tissue interaction using
computational methods. Lasers Med. Sci. 32(8), 1909–1918 (2017).

10.2217/fmb-2019-0279 Future Microbiol. (Epub ahead of print) future science group



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /All
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (Coated FOGRA39 \050ISO 12647-2:2004\051)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize false
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 400
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /FlateEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 400
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /FlateEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /ENU ([Based on 'PPG Indesign CS4_5_5.5'] [Based on 'PPG Indesign CS3 PDF Export'] Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks true
      /AddPageInfo false
      /AddRegMarks true
      /BleedOffset [
        8.503940
        8.503940
        8.503940
        8.503940
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions false
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 600
        /LineArtTextResolution 2400
        /PresetName (Pureprint flattener)
        /PresetSelector /UseName
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 8.835590
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


